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Despite this, we make the case that, yes, we can efficiently use LOD resources. ke
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Fig. 2: Selection, import / merging of public ontologies via integratedwe b servi ce from NCBOVs BioPortal

3) For classifiers , the integrated network is explored for similar perturbed gene s and metabolites from multiple treatments
Public Resources: UniProt (human and rat datasets); Reactome (rat dataset); selective (imported from SPARQL endpoint query results) from Drugbank;

Diseasome; SIDER; GO; NCBI Biosystems; and NCBI Gene. See us in the Friday afternoon session at 3:00 PM to learn more!

Table 1: Benzene-like toxicity marker with pharmacogenomic correlation and added biological function (18 genes, 2 metabolites; exported from LOD-enriched network)
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